Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.033; wR factor = 0.133; data-to-parameter ratio = 13.6.
In the title compound, C 8 H 7 ClO 2 , the hydroxyl and aldehyde groups are co-planar with the benzene ring [maximum deviation 0.018 (3) Å ], and the Cl-C-C plane is almost perpendicular to the benzene ring [dihedral angle 83.7 (2) ]. An intramolecular O-HÁ Á ÁO hydrogen bond occurs between the hydroxyl and aldehyde groups.
Related literature
For related structures, see: Zondervan et al. (1997) ; Tang et al. (2010) . For the synthesis, see: Song & Liu (2004 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2012) . E68, o2928 [doi:10.1107/S1600536812038421]
3-Chloromethyl-2-hydroxybenzaldehyde
Wei-Wei Fu Comment 5-(Chloromethyl)-2-hydroxybenzaldehyde are well investigated just as it can be a precusor to an inhibitor-schiff bases for metal. However, just as we synthesize 5-(chloromethyl)-2-hydroxybenzaldehyde following one mehtod (Song & Liu, 2004 ) an unexpected byprodut 3-(chloromethyl)-2-hydroxybenzaldehyde was found and its cystal structure was determined.
Experimental
Following a reference (Song et al. 2004) , salicylaldehyde (30.5 g), paraformaldehyde (13.5 g) and conc. HCl (150 ml) were mixed and stirred at room temperature for 48 h. The precipitated benzylchloride derivatives which mostly are 5-(chloromethyl)-2-hydroxybenzaldehyde were filtered off then washed with 0.5% NaHCO 3 solution and water slightly.
These humid precipitate were then dried in vac. for about 3 months. There are block colorless crystals appeared on the surface of precipitate.
Refinement
H atoms were positioned geometrically and refined using a riding model.
Computing details
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) . supplementary materials sup-2 Acta Cryst. (2012). E68, o2928
Figure 1
The molecular structure of title compound, with atom labels and 30% probability displacement ellipsoids for all atoms. The cell packing diagram of title compound, viewed down the a axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-Chloromethyl-2-hydroxybenzaldehyde

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.5383 (2) 0.21212 ( 
